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<130> 054474-5005 

<160> 8 

<170> PatentIn version 3.1 

<210> 1 

<211> 638 

<212> DNA 

<213> Homo sapiens 

<400> 1 



gaattcggga 


acgcgccaca 


agcagcagct 


gctgagccat 


ggctgaaggg 


gaaatcacca 


60 


ccttcacagc 


cctgaccgag aagtttaatc tgcctccagg 


gaattacaag aagcccaaac 


120 


tcctctactg 


tagcaacggg 


ggccacttcc 


tgaggatcct 


tccggatggc 


acagtggatg 


180 


ggacaaggga 


caggagcgac 


cagcacattc 


agctgcagct 


cagtgcggaa 


agcgtggggg 


240 


aggtgtatat 


aaagagtacc 


gagactggcc 


agtacttggc 


catggacacc 


gacgggcttt 


300 


tatacggctc 


acagacacca 


aatgaggaat 


gtttgttcct 


ggaaaggctg gaggagaacc 


360 


attacaacac 


ctatatatcc 


aagaagcatg 


cagagaagaa 


ttggtttgtt 


ggcctcaaga 


420 


agaatgggag 


ctgcaaacgc 


ggtcctcgga 


ctcactatgg 


ccagaaagca 


atcttgtttc 


480 


tccccctgcc 


agtctcttct 


gattaaagag 


atctgttctg 


gtgttgacca 


ctccagagaa 


540 


gtttcgaggg 


gtcctcacct 


ggttgacccc 


aaaaatgttc 


ccttgaccat 


tggctgcgct 


600 


aacccccagc 


ccacagagcc tgaatttgta 


agcaactt 






638 



<210> 2 

<211> 154 

<212> PRT 

<213> Homo sapiens 

<400> 2 



1 



Ala Glu Gly Glu He Thr Thr Phe Thr Ala Leu Thr Glu Lys Phe Asn 
15 10 15 

Leu Pro Pro Gly Asn Tyr Lys Lys Pro Lys Leu Leu Tyr Cys Ser Asn 
20 25 30 

Gly Gly His Phe Leu Arg He Leu Pro Asp Gly Thr Val Asp Gly Thr 
35 40 45 

Arg Asp Arg Ser Asp Gin His He Gin Leu Gin Leu Ser Ala Glu Ser 
50 55 60 

Val Gly Glu Val Tyr He Lys Ser Thr Glu Thr Gly Gin Tyr Leu Ala 
65 70 75 80 

Met Asp Thr Asp Gly Leu Leu Tyr Gly Ser Gin Thr Pro Asn Glu Glu 
85 90 95 

Cys Leu Phe Leu Glu Arg Leu Glu Glu Asn His Tyr Asn Thr Tyr He 
100 105 110 

Ser Lys Lys His Ala Glu Lys Asn Trp Phe Val Gly Leu Lys Lys Asn 
115 120 125 

Gly Ser Cys Lys Arg Gly Pro Arg Thr His Tyr Gly Gin Lys Ala He 
130 135 140 

Leu Phe Leu Pro Leu Pro Val Ser Ser Asp 
145 150 



<210> 3 

<211> 638 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gaattcggga acgcgccaca agcagcagct gctgagccat ggctgaaggg gaaatcacca 60 
ccttcacagc cctgaccgag aagtttaatc tgcctccagg gaattacaag aagcccaaac 120 
tcctctactg tagcaacggg ggccacttcc tgaggatcct tccggatggc acagtggatg 180 
ggacaaggga caggagcgac cagcacattc agctgcagct cagtgcggaa agcgtggggg 240 
aggtgtatat aaagagtacc gagactggcc agtacttggc catggacacc gacgggcttt 300 
tatacggctc acagacacca aatgaggaat gtttgttcct ggaaaggctg gaggagaacc 360 
attacaacac ctatatatcc aagaagcatg cagagaagaa ttggtttgtt ggcctcaaga 420 
agaatgggag ctgcaaacgc ggtcctaaaa ctcactatgg ccagaaagca atcttgtttc 480 



tccccctgcc agtctcttct gattaaagag atctgttctg gtgttgacca ctccagagaa 540 
gtttcgaggg gtcctcacct ggttgacccc aaaaatgttc ccttgaccat tggctgcgct 600 



aacccccagc ccacagagcc tgaatttgta agcaactt 



<210> 4 

<211> 154 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Ala Glu Gly Glu He Thr Thr Phe Thr Ala Leu Thr Glu Lys Phe Asn 
15 10 15 

Leu Pro Pro Gly Asn Tyr Lys Lys Pro Lys Leu Leu Tyr Cys Ser Asn 
y- 20 25 30 

S Gly Gly His Phe Leu Arg He Leu Pro Asp Gly Thr Val Asp Gly Thr 
35 40 45 

!K Arg Asp Arg Ser Asp Gin His He Gin Leu Gin Leu Ser Ala Glu Ser 
m 50 55 60 

Val Gly Glu Val Tyr He Lys Ser Thr Glu Thr Gly Gin Tyr Leu Ala 

Met Asp Thr Asp Gly Leu Leu Tyr Gly Ser Gin Thr Pro Asn Glu Glu 
J 85 90 95 

.y Cys Leu Phe Leu Glu Arg Leu Glu Glu Asn His Tyr Asn Thr Tyr He 
^ 100 105 110 

Ser Lys Lys His Ala Glu Lys Asn Trp Phe Val Gly Leu Lys Lys Asn 
115 120 125 

Gly Ser Cys Lys Arg Gly Pro Lys Thr His Tyr Gly Gin Lys Ala He 
130 135 140 

Leu Phe Leu Pro Leu Pro Val Ser Ser Asp 
145 150 

<210> 5 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 



638 



3 



m 

in 



<400> 


5 


caaacgcggt cctcggactc actatggcca g 
31 


<210> 


6 


<211> 


10 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


amino acid encodeed by PGR primer 


<400> 


6 


Lys Arg Gly Pro Arg Thr His Tyr Gly Gin 
15 10 


<210> 


7 


<211> 


31 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


PGR primer 


<400> 


7 


caaacgcggt cctaaaactc actatggcca g 
31 


<210> 


8 


<211> 


10 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


amino acid encoded by PGR primer 


<400> 


8 


Lys Arg Gly Pro Lys Thr His Tyr Gly Gin 
15 10 



4 



